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S.pombe: SHREC2 complex, PValue = 7.07e−07, FDR = 5.76e−05
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: Mi2/NuRD−BCL6−MTA3 complex, PValue = 5.15e−05, FDR = 0.0021
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: PID complex, PValue = 5.15e−05, FDR = 0.0021
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: CBX3−EHMT1−NR3C1 complex, PValue = 0.000338, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: NRD complex (Nucleosome remodeling and deacetylation complex), PValue = 0.000771, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

mouse: Gata1−Fog1−MeCP1 complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

mouse: Ikaros complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

mouse: Ikaros−NuRD complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: MeCP1 complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: MeCP1 complex−variant1, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: Mi2/NuRD complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: MTA2 complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: NuRD.1 complex, PValue = 0.000949, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: ATR−HDAC2−CHD4 complex, PValue = 0.00101, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: CDH4−HDAC2−MTA2−RBBP7−TWIST1 complex, PValue = 0.00101, FDR = 0.0103
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: Anti−HDAC2 complex, PValue = 0.00147, FDR = 0.0141
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: LARC complex (LCR−associated remodeling complex), PValue = 0.00173, FDR = 0.0152
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: Emerin complex 32, PValue = 0.00177, FDR = 0.0152
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

human: CEN complex, PValue = 0.00207, FDR = 0.0169
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Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma

mouse: PYR complex, PValue = 0.00842, FDR = 0.0653
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