
df.prior = 4.4

Cbx3

Adnp

Chd4

Cbx1

Zmym3Hist1h2bh

H2afzHist1h2ab

Hdac1

Hnrnpc.Q9Z204−3

Zmym2
Kdm1a

H2afx
H2afyHist2h2ac

Cbx5

Trim28

Zmym4Rcor2

Fbl

Hist1h2bk
Hist1h4a

Nop56Hspa8
Hist1h3a

0

2

4

6

8

−5 0 5
log2(fold change)

−
lo

g1
0(

p−
va

lu
e)

Adj.p threshold = 0.05, |log2FC| threshold = 1
Adnp vs RBC_ctrl, limma



proteins: 25
interactions: 120

expected interactions: 15 (p−value: 0)
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